Page 1 of 7 




0 



RAW SEQUENCE LISTING DATE: 11/08/2000 

PATENT APPLICATION: US/09/694 , 5 19 TIME : 07 : 33 : 13 

Input Set : A:\ES.txt 

Output Set: N:\CRF3\11082000\I694519.raw 



ENTERED 



3 <110> APPLICANT : Is fort, Robert • ' 

4 Sheldon, Russell 

6 <12 0> TITLE OF INVENTION: Methods for Identifying Compounds for Regulating Muscle Mass or Function 

7 Using Vasoactive Intestinal Peptide Receptors 
9 <13 0> FILE REFERENCE: 8311 



c--> 


11 


<14 0> CURRENT APPLICATION NUMBER: US/09/694,519 










c--> 


11 


<141> CURRENT FILING DATE: 


2000 


-10- 
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11 


■Cl60> NUMBER OF 


SEQ 


ID 1 


NOS : 
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<17 0> SOFTWARE: 


Patentin version 3.' 
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<211> LENGTH: 4 60 
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2> TYPE: 


PRT 
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<213> ORGANISM: 


homo sapiens; 
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<4 0 0> SEQUENCE: 
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Pro 


Pro 
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Pro 
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2 5 










3 0 
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14 7 










165 










1 7 0 










17 5 




14 9 


I le 


Hi s 


Met 


Hi s 


Leu 


Phe 


He 


Ser 


Phe 


T le 


Le u 




Ala 


Ala 


Ala 


Va ]. 


150 








180 










1.85 
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265 
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Ala 


Glu 


283 


385 










390 










395 










400 


205 


Leu 


Arg 


Arg 


Lys 


Trp 


Arg 


Arg 


Trp 


His 


Leu 


Gin 


Gly 


Val 


Leu 


Gly 


Trp 


286 










4 05 










410 










415 




288 


Ser 


Ser 


Lys 


Ser 


G.l n 


His 


Pro 


Trp 


Gly 


Gly 


Ser 


Asn 


Gly 


Ala 


Thr 


Cys 


289 








420 










425 










4 30 
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291 


Ser 


Thr 


Gin 


Val 


Ser 


Me t 


Leu 


Thr 


Aig 


Val 


Ser 


Pro 


Ser 


Ala 


Axg 


Arg 


292 






4 35 










4 40 










4 4 5 








294 


Ser 


Ser 


Ser 


Phe 


Gin 


Ala 


Glu 


Val 


Se r 


leu 


Va 1 












2 95 




450 










455 




















297 


<210> SEQ ID NO 


: 4 
























2 9 B 


<211> LENGTH: 459 
























2 9 9 


<212> TYPL'i : 


PPT 


























300 


<213> ORGANISM: 




muscu lus ; 


















302 


<4 0 0> SEQUENCE: 


























30 4 




rcj 


ro 


Pro 


Ser 


Leu 


Pro 


Pro 


Al a 


£rq 


irp 


Leu 


w » 


Val 


Leu 


Al a 


30 5 


1 


















10 










15 




3 0 7 


G lv 


" a 


eu 


Ala 


Cvs 


Ala 


Leu 


GJ y 


Pro 


AJ a 


Gl v 


Ser 




Al a 


^la 


Se r 


3 0 8 


















2 5 










3 0 






310 


Pro 


His 


Gin 


fin 
O J. U 


C *■ * s 


G 1 u 


I yr 


Leu 


GJ n 


M t 

■e . 


Tie 


G L u 


Lys 


Gin 




GJ n 


311 






J j 










4 0 










4 5 








313 


Gin 


C> S 


Leu 


Pin 
Li J- u 


fin 

lj .1. u 


Ala 


Gin 


Leu 


Glu 


sn 




Thr 


Thr 


3 j 


ys 


er 


314 




R Pi 










5 5 










60 










316 


Ly s 


Me t 


Trp 


Asp 


Asn 


Lou 


Ihr 


Cys 


rrp 


ro 


Thr 


Thr 


ro 


irp 


Gly 


G In 


317 


u J 










7 n 
/ u 










7 5 










8 0 


319 


V a 1 


Va 1 


Val 


Leu 




Cys 


ro 


eu 


lie 


Phe 


Gin 


Le 
eu 


Phe 


Ser 


Pro 


I le 


3 2 0 










o D 










90 










9 5 




3 2 2 


1. 


G 1 v 


Tyr 




j. ie 


Ser 


Arg 


As n 


Cys 


Ihr 


Glu 


Glu 


rl v 
Lili 




Ser 


G 1 n 


323 








1 U U 










10 5 










11 U 






32 5 


Leu 




Pro 


Li ly 


Pro 




is 


He 


Ala 


Cys 


Gl v 


eu 


Asn 


Asp 




Ala 


32 6 






.1 X D 










1 20 










] 2 5 








32 8 


ser. 




Met 


Asp 


f i ii 

(.-jIU 


Gin 


Gin 


G L n 


rnl 

li 


G L u 


e 


Tvr 


Asp 


Ala 


Va 1 


Ly s 


3 2 9 




13 0 










13 5 










14 0 










331 


Th.r 


Gly 


Tyr 


Thr 


T 1 n 

lie 


w .1- y 


Tyr 


Ser 


>e.u 


. er 


Leu 


Ala 


* Gr 






Va 1 


3 3 2 


145 










150 










.1, D D 










J. o u 


'i T /I 

j j 


Ala 


Met 


Ala 


He 


Leu 


Ser 


Leu 


Phe 


Arg 


Lys 


Leu 


His 


Cys 


Thr 


Arg 


Asn 


33 5 










165 










170 










17 5 




3 3 7 


Tyr 


He 


His 


Met 


His 


Leu 


Phe 


Met 


Ser 


Phe 


He 


,eu 


/ rg 


ALa ' 


Thr 


A3 a 


3 3 8 








18 0 










JO D 










i q n 
i. y u 






34 0 


val 


Phe 


He 


Lys 


Asp 


Met 


Ala 


Leu 


Phe 


sn 


sn 


Giy 


Glu 


Thr 


Asp 


is 


341 






195 










200 










20 5 








34 3 


Cys 


Ser 


Glu 


AJ.a 


Ser 


Val 


Ser 


Cys 


L ys 


ALa 


Ala 


Va 1 




Phe 


Piie 


G i n 


34 4 




210 










215 










220 










346 


Tyr 


Cys 


val 


Met 


Ala 


Asn 


Phe 


Phe 


Trp 


Leu 


Leu 


Val 


Glu 


Gly 


Leu 


Tyr 


347 


225 










2 30 










235 










24 0 


349 


Leu 


His 


Thr 


Leu 


Leu 


Ala 


Val 


Ser 


Phe 


Phe 


Ser 


Glu 


Arg 


Lys 


Tyr 


Phe 


350 










215 










2 50 










25 5 




352 


Trp 


Gly 


Tyr 


He 


Leu 


He 


Gly 


Trp 


Gly 


Val 


Pro 


Ser 


Val 


Phe 


He 


Met 


35 3 








260 










265 










270 






355 


lie 


Trp 


Thr 


He 


val 


Arg 


Tie 


His 


Phe 


Glu 


Asp 


Phe 


Gly 


Cys 


Trp 


Asp 


3 56 






275 










280 










285 








358 


Thr 


I le 


He 


Asn 


Ser 


Ser 


Leu 


Trp 


Trp 


He 


He 


Lys 


Gly 


Pro 


He 


Leu 


359 




290 










295 










300 










361 


He 


Ser 


Lie 


Leu 


Va 1 


Asn 


Phe 


He 


Leu 


Phe 


He 


Cys 


He 


He 


Arg 


He 


362 


305 










310 










315 










320 
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